
SINELITABMAS

1

The complete plastid genome and phylogenetic analysis of Gracilaria chilensis

Publons ID 37638065

Wos ID WOS:000518927700001

Doi 10.1080/23802359.2018.1431070

Title The complete plastid genome and phylogenetic analysis of Gracilaria chilensis

First Author
Last Author
Authors Wang, GL; Liu, N; Li, Y; Zhang, L; Meinita, MDN; Chen, WZ; Liu, T; Chi, S;

Publish
Date

APR 2 2020

Journal
Name

MITOCHONDRIAL DNA PART B-RESOURCES

Citation 2

Abstract

Gracilaria chilensis is an economically important species of macroalgae. The plastid genome
sequence of G. chilensis is 185,640 bp with a GC content of 29.34%. A total of 236 genes were
determined, containing 203 protein-encoding genes, three rRNA genes, 30 tRNA genes, and one
intron (with intronic ORF) inserted into the trnM gene. The gene content and structure of
Gracilariaceae species were relatively well conserved. The phylogenetic analysis, based on the red
algal plastid genomes, suggested that G. chilensis had a closer relationship with Gracilaria
tenuistipitata var. liui in Gracilaria.
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